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TYPING OF HUMAN HERPESVIRUS-6 DNA BY RESTRICTION
ENDONUCLEASE CLEAVAGE OF THE POLYMERASE CHAIN
REACTION PRODUCT
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Summary. - A 591 bp portion of the HindlII H (pZVH14) fragment of human herpesvirus-6 (HHV-6)
strains GS (type A) and R-147 (type B) DNA was amplified by the polymerase chain reaction (PCR) using
specific primers. While Alul cleaved the amplified DNA of both types of HHV-6, EcoRV cut the type A but
not the type B DNA; vice versa, Haelll cleaved the type B but not the type A DNA.
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Tropism of HHV-6 isolates to different lymphoid cell lines
and the reactivity of monoclonal antibodies to certain
HHV-6 glycoproteins (e.g. gp82/105) predicts that the iso-
lates of this virus fall into two types represented by strains
GS (type A) and Z-29 (type B) (Ablashi ef al., 1991). Fur-
thermore, restriction endonuclease cleavage patterns of
HHV-6 DNA and/or their PCR products resulted in a similar
grouping of HHV-6 isolates (Aubin ef al., 1991). Compari-
son of restriction endonuclease profiles of HHV-6 DNA
coming from various sources with that of the prototype labo-
ratory strains confirmed that two cleavage patterns exist,
namely one resembling strain GS and/or U102 (type A),
and an another resembling strain Z-29 (type B) (Ablashi
and Shalahuddin, 1992). Partial sequencing of PCR prod-
ucts of different length varying from 163 bp to 591 bp which
had been prepared from lymphadenopathy strains GS and
U1102 (type A) and from exanthem subitum isolates (type
B) showed that approximatelly 4 — 5% of nucleotides may
differ between DNAs of these two types (Rajéani et al.,
1994). This divergence, and the existence of polymorphic
HHV-6 DNA regions, typical for each subtype was con-

Abbreviations: HHS-6 = human herpesvirus-6; FITC =
fluorescein isothiocyanate; PBS = phosphate buffered saline;
PCR = polymerase chain reaction

firmed also by using oligonucleotide probes specific for
each type which hybridize to the PCR product of one type
but not to the similar product of the other type (Drobiski
et al., 1993). A 591 bp portion in the Hindlll H (pZVH14)
fragment (Josephs er al,, 1991; Razzaque ef al, 1993) of
HHV-6 DNA (nt 884-1476) was amplified from the strains
GS (type A) and R-147 (type B) by PCR and sequenced
(Rajéaniet al., 1994). The sequencing showed a missingA in
position 1251 causing the difference in the originally postu-
lated and real number of nucleotides. Computer analysis of
the region in question showed that the fragments of both types
differ at least in 28 restriction sites of 20 enzymes which cut
the PCR product of one but not other type; in addition, the
enzymes which cut the PCR products of both types show at
least 13 different restriction sites. For practical reasons we
chose EcoRV which cuts the type A PCR product at nt 1162
producing two fragments, 278 bp and 313 bp in size. In con-
trast, Haelll cuts the type B PCR product at nt 1160, giving
two similar fragments, 276 bp and 315 bp in length (Fig. 1).
The latter two enzymes do not cleave the PCR product of the
opposite type, and Alul cleaves the PCR products of both
types.

HHV-6 strains GS, R-147 and the isolate Strasbourg
(S-610) were propagated in HSB-2 cells and in human blood
cord leukocytes, respectively. The cells were grown in
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